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SEQUENCE LISTING 



<110> Prigent, Claude 
Martin, Anne 

<120> Anti-Aurora-A Monoclonal Antibody, 

Method For Obtaining Same, and Uses Thereof For Diagnosing 
and Treating Cancers 

<130> 50376/004001 

<140> US 10/517,645 
<141> 2004-12-10 

<150> PCT/FR03/01772 
<151> 2003-06-12 

<150> FR 02/07212 
<151> 2002-06-12 

<160> 2 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 2253 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (257) . . . (1468) 
<400> 1 

ggaagacttg ggtccttggg tcgcaggtgg gagccgacgg gtgggtagac cgtgggggat 60 
atctcagtgg cggacgagga cggcggggac aaggggcggc tggtcggagt ggcggagcgt 12 0 
caagtcccct gtcggttcct ccgtccctga gtgtccttgg cgctgccttg tgcccgccca 180 
gcgcctttgc atccgctcct gggcaccgag gcgccctgta ggatactgct tgttacttat 240 
tacagctaga ggcatc atg gac cga tct aaa gaa aac tgc att tea gga cct 292 
Met Asp Arg Ser Lys Glu Asn Cys lie Ser Gly Pro 
1 5 10 

gtt aag get aca get cca gtt gga ggt cca aaa cgt gtt etc gtg act 340 
Val Lys Ala Thr Ala Pro Val Gly Gly Pro Lys Arg Val Leu Val Thr 
15 20 25 

cag caa att cct tgt cag aat cca tta cct gta aat agt ggc cag get 388 
Gin Gin lie Pro Cys Gin Asn Pro Leu Pro Val Asn Ser Gly Gin Ala 
30 35 40 

cag egg gtc ttg tgt cct tea aat tct tec cag cgc gtt cct ttg caa 436 
Gin Arg Val Leu Cys Pro Ser Asn Ser Ser Gin Arg Val Pro Leu Gin 
45 50 55 60 

gca caa aag ctt gtc tec agt cac aag ccg gtt cag aat cag aag cag 484 
Ala Gin Lys Leu Val Ser Ser His Lys Pro Val Gin Asn Gin Lys Gin 



1 



65 70 75 

aag caa ttg cag gca acc agt gta cct cat cct gtc tec agg cca ctg 532 
Lys Gin Leu Gin Ala Thr Ser Val Pro His Pro Val Ser Arg Pro Leu 
80 85 90 

aat aac acc caa aag age aag cag ccc ctg cca teg gca cct gaa aat 580 
Asn Asn Thr Gin Lys Ser Lys Gin Pro Leu Pro Ser Ala Pro Glu Asn 
95 100 105 

aat cct gag gag gaa ctg gca tea aaa cag aaa aat gaa gaa tea aaa 62 8 
Asn Pro Glu Glu Glu Leu Ala Ser Lys Gin Lys Asn Glu Glu Ser Lys 
110 115 120 

aag agg cag tgg get ttg gaa gac ttt gaa att ggt cgc cct ctg ggt 676 
Lys Arg Gin Trp Ala Leu Glu Asp Phe Glu lie Gly Arg Pro Leu Gly 
125 130 135 140 

aaa gga aag ttt ggt aat gtt tat ttg gca aga gaa aag caa age aag 724 
Lys Gly Lys Phe Gly Asn Val Tyr Leu Ala Arg Glu Lys Gin Ser Lys 
145 150 155 

ttt att ctg get ctt aaa gtg tta ttt aaa get cag ctg gag aaa gee 772 
Phe lie Leu Ala Leu Lys Val Leu Phe Lys Ala Gin Leu Glu Lys Ala 
160 165 170 

gga gtg gag cat cag etc aga aga gaa gta gaa ata cag tec cac ctt 820 
Gly Val Glu His Gin Leu Arg Arg Glu Val Glu lie Gin Ser His Leu 
175 180 185 

egg cat cct aat att ctt aga ctg tat ggt tat ttc cat gat get acc 868 
Arg His Pro Asn lie Leu Arg Leu Tyr Gly Tyr Phe His Asp Ala Thr 
190 195 200 

aga gtc tac eta att ctg gaa tat gca cca ctt gga aca gtt tat aga 916 
Arg Val Tyr Leu lie Leu Glu Tyr Ala Pro Leu Gly Thr Val Tyr Arg 
205 210 215 220 

gaa ctt cag aaa ctt tea aag ttt gat gag cag aga act get act tat 964 
Glu Leu Gin Lys Leu Ser Lys Phe Asp Glu Gin Arg Thr Ala Thr Tyr 
225 230 235 

ata aca gaa ttg gca aat gee ctg tct tac tgt cat teg aag aga gtt 1012 
lie Thr Glu Leu Ala Asn Ala Leu Ser Tyr Cys His Ser Lys Arg Val 
240 245 250 

att cat aga gac att aag cca gag aac tta ctt ctt gga tea get gga 1060 
lie His Arg Asp lie Lys Pro Glu Asn Leu Leu Leu Gly Ser Ala Gly 
255 260 265 

gag ctt aaa att gca gat ttt ggg tgg tea gta cat get cca tct tec 1108 
Glu Leu Lys lie Ala Asp Phe Gly Trp Ser Val His Ala Pro Ser Ser 
270 275 280 

agg agg acc act etc tgt ggc acc ctg gac tac ctg ccc cct gaa atg 1156 
Arg Arg Thr Thr Leu Cys Gly Thr Leu Asp Tyr Leu Pro Pro Glu Met 
285 290 295 300 



att gaa ggt egg atg cat gat gag aag gtg gat etc tgg age ctt gga 
lie Glu Gly Arg Met His Asp Glu Lys Val Asp Leu Trp Ser Leu Gly 
305 310 315 



1204 



gtt ctt tgc tat gaa ttt tta gtt ggg aag cct cct ttt gag gca aac 
Val Leu Cys Tyr Glu Phe Leu Val Gly Lys Pro Pro Phe Glu Ala Asn 
320 325 330 



1252 



aca tac caa gag acc tac aaa aga ata tea egg gtt gaa ttc aca ttc 
Thr Tyr Gin Glu Thr Tyr Lys Arg lie Ser Arg Val Glu Phe Thr Phe 
335 340 345 



1300 



cct gac ttt gta aca gag gga gee agg gac etc att tea aga ctg ttg 
Pro Asp Phe Val Thr Glu Gly Ala Arg Asp Leu lie Ser Arg Leu Leu 
350 355 360 



1348 



aag cat aat ccc age cag agg cca atg etc aga gaa gta ctt gaa cac 
Lys His Asn Pro Ser Gin Arg Pro Met Leu Arg Glu Val Leu Glu His 
365 370 375 380 



1396 



ccc tgg ate aca gca aat tea tea aaa cca tea aat tgc caa aac aaa 
Pro Trp lie Thr Ala Asn Ser Ser Lys Pro Ser Asn Cys Gin Asn Lys 
385 390 395 



1444 



gaa tea get age aaa cag tct tag gaatcgtgca gggggagaaa tccttgagcc 
Glu Ser Ala Ser Lys Gin Ser * 
400 



1498 



agggctgeca 
gccctcaatc 
ctccctattc 
agaattgtgc 
gtcagcctgt 
aaagtgacca 
acctgagtga 
atgtgattct 
gtggcattcc 
tctagtcctc 
ctacctccat 
agggcttatt 
taaataagta 



tataacctga 
tagaaegcta 
agaaagctcc 
tacttatact 
gctaggcatg 
ctctgccctg 
gtgtgtaact 
ttttaagtat 
tttaggaatg 
cttaaccact 
ttagggattt 
tttttaaaac 
tctatgtcta 



caggaacatg 
cacaagaaat 
acatcaataa 
ggttcataat 
gtgtcttcac 
accccgatca 
tattgggttg 
gaaaataaag 
ctgtgtgtct 
tatctcccat 
gcttgggata 
attggagtca 
aaaaaaaaaa 



ctactgaagt 
atttgtttta 
acatgacact 
ctggaggcaa 
aggaggcaaa 
gttaaggagc 
gcgaagcctg 
atatatgtac 
gtccggcacc 
atgagagtgt 
cagaagaggc 
tagcatgtgt 
aaaaa 



ttattttacc 
ctcagcaggt 
ctgaagtgaa 
ggttcgactg 
tccagagcct 
tgtgcaataa 
gtaaagctgt 
agacttgtat 
ccggtaggcc 
gaaaaatagg 
catgtgtctc 
gtaaacttta 



attgactget 
gtgecttaac 
agtagccacg 
cagccgcccc 
ggctgtgggg 
ccttcctagt 
tggaatgagt 
tttttctctg 
tgattgggtt 
aacaegtget 
agagctgtta 
aatatgcaaa 



1558 
1618 
1678 
1738 
1798 
1858 
1918 
1978 
2038 
2098 
2158 
2218 
2253 



<210> 2 
<211> 403 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Asp Arg Ser Lys Glu Asn Cys lie Ser Gly Pro Val Lys Ala Thr 

15 10 15 

Ala Pro Val Gly Gly Pro Lys Arg Val Leu Val Thr Gin Gin He Pro 

20 25 30 

Cys Gin Asn Pro Leu Pro Val Asn Ser Gly Gin Ala Gin Arg Val Leu 

35 40 45 

Cys Pro Ser Asn Ser Ser Gin Arg Val Pro Leu Gin Ala Gin Lys Leu 
50 55 60 



3 



i 



val- 


Ser 


Ser 


His 


Lys 


Pro 


Val 


Gin 


Asn 


Gin 


Lys 


Gin 


Lys 


Gin 


Leu 


Gin 


es 










70 










75 










80 


Ala 


Thr 


Ser 


Val 


Pro 


His 


Pro 


Val 


Ser 


Arg 


Pro 


Leu 


Asn 


Asn 


Thr 


Gin 










85 










90 










95 




Lys 


Ser 


Lys 


Gin 


Pro 


Leu 


Pro 


Ser 


Ala 


Pro 


Glu 


Asn 


Asn 


Pro 


Glu 


Glu 








100 










105 










110 






Glu 


Leu 


Ala 


Ser 


Lys 


Gin 


Lys 


Asn 


Glu 


Glu 


Ser 


Lys 


Lys 


Arg 


Gin 


Trp 






115 










120 










125 








Ala 


Leu 


Glu 


Asp 


Phe 


Glu 


He 


Gly 


Arg 


Pro 


Leu 


Gly 


Lys 


Gly 


Lys 


Phe 




130 










135 










140 










Gly 


Asn 


Val 


Tyr 


Leu 


Ala 


Arg 


Glu 


Lys 


Gin 


Ser 


Lys 


Phe 


He 


Leu 


Ala 


145 










150 










155 










160 


Leu 


Lys 


Val 


Leu 


Phe 


Lys 


Ala 


Gin 


Leu 


Glu 


Lys 


Ala 


Gly 


Val 


Glu 


His 










165 










170 










175 




Gin 


Leu 


Arg 


Arg 


Glu 


Val 


Glu 


He 


Gin 


Ser 


His 


Leu 


Arg 


His 


Pro 


Asn 








180 










185 










190 






He 


Leu 


Arg 


Leu 


Tyr 


Gly 


Tyr 


Phe 


His 


Asp 


Ala 


Thr 


Arg 


Val 


Tyr 


Leu 






195 










200 










205 








He 


Leu 


Glu 


Tyr 


Ala 


Pro 


Leu 


Gly 


Thr 


Val 


Tyr 


Arg 


Glu 


Leu 


Gin 


Lys 




210 










215 










220 










Leu 


Ser 


Lys 


Phe 


Asp 


Glu 


Gin 


Arg 


Thr 


Ala 


Thr 


Tyr 


He 


Thr 


Glu 


Leu 


225 










230 










235 










240 


Ala 


Asn 


Ala 


Leu 


Ser 


Tyr 


Cys 


His 


Ser 


Lys 


Arg 


Val 


He 


His 


Arg 


Asp 










245 










250 










255 




He 


Lys 


Pro 


Glu 


Asn 


Leu 


Leu 


Leu 


Gly 


Ser 


Ala 


Gly 


Glu 


Leu 


Lys 


He 








260 










265 










270 






Ala 


Asp 


Phe 


Gly 


Trp 


Ser 


Val 


His 


Ala 


Pro 


Ser 


Ser 


Arg 


Arg 


Thr 


Thr 






275 










280 










285 








Leu 


Cys 


Gly 


Thr 


Leu 


Asp 


Tyr 


Leu 


Pro 


Pro 


Glu 


Met 


He 


Glu 


Gly 


Arg 




290 










295 










300 










Met 


His 


Asp 


Glu 


Lys 


Val 


Asp 


Leu 


Trp 


Ser 


Leu 


Gly 


Val 


Leu 


Cys 


Tyr 


305 










310 










315 










320 


Glu 


Phe 


Leu 


Val 


Gly 


Lys 


Pro 


Pro 


Phe 


Glu 


Ala 


Asn 


Thr 


Tyr 


Gin 


Glu 










325 










330 










335 




Thr 


Tyr 


Lys 


Arg 


He 


Ser 


Arg 


Val 


Glu 


Phe 


Thr 


Phe 


Pro 


Asp 


Phe 


Val 








340 










345 










350 






Thr 


Glu 


Gly 


Ala 


Arg 


Asp 


Leu 


He 


Ser 


Arg 


Leu 


Leu 


Lys 


His 


Asn 


Pro 






355 










360 










365 








Ser 


Gin 


Arg 


Pro 


Met 


Leu 


Arg 


Glu 


Val 


Leu 


Glu 


His 


Pro 


Trp 


He 


Thr 




370 










375 










380 










Ala 


Asn 


Ser 


Ser 


Lys 


Pro 


Ser 


Asn 


Cys 


Gin 


Asn 


Lys 


Glu 


Ser 


Ala 


Ser 


385 










390 










395 










400 



Lys Gin Ser 



4 



